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Samples

Group005

@D Bascline
@D Final C -PMA

Veillonellaceae

Pasteurellaceae

Neisseriaceae

Streptococcaceae

Campylobacteraceae

Porphyromonadaceae

Fusobacteriaceae

Prevotellaceae

Gemellaceae

Saccharibacteria_(TM7)_[F-1]

Erysipelotrichaceae

Lachnospiraceae

Burkholderiaceae

Atopobiaceae

Absconditabacteria_(SR1)_[F-1]

Flavobacteriaceae

Sphingomonadaceae

Moraxellaceae

Family

Mycobacteriaceae

Yersiniaceae

Comamonadaceae

Pseudomonadaceae

Hymenobacteraceae

Microbacteriaceae

Saccharibacteria_(TM7)_[F-2]

Rhizobiaceae

Phyllobacteriaceae

Propionibacteriaceae

Weeksellaceae

Leptotrichiaceae

Staphylococcaceae

Actinomycetaceae

Carnobacteriaceae

Micrococcaceae

Enterobacteriaceae



